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Query Tools for Local Databases
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Perform a Simple Query

Click on Binocular Icon in Main Use wildcard (*) before and
Window after text
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Search yields all isolates in your local database
that have “2009” as the Upload Date




Query by Isolate
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Query by Pattern
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Select enzyme, then fill in complete pattern number (i.e.
EXHX01.0047). This will search within the field “PFGE-Xbal-Pattern.”

Note: This is especially useful when downloading CDC pattern




Query Using the Hot List Tool

A Hot List search
can be used to PPN Gra Y
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uploaded isolates [k & % Wi vA se ol o g
within your local tahiase er _
database. '"“9“1 T’ urceState

NOTE: the S
Isolates must 3 #43
have an upload :Eggl -
date for this query

to work

Enter nurmber of days before now

Click on “Hot List” icon
and enter number of days
(Ex. 60 days). Why? You oo
want to see what has been
uploaded in the past 60
days




Query Using the Hot List Tool
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Query Tools for National Databases
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Query by Isolate

Use query tools to search for isolates
within national database
Isolate query
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Query Using the Hot List Tool

Click on the Hot List tool to
search for all recently
uploaded isolates within
the national database.

Enter a number of days
(Ex. 60 days).

Remember: If you are only
connected to a portion of
the database (such as 60
days), there’s no need to
do a 60-day hotlist search
—you are already
connected to it!
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Narrow Your Search

The results of your hot-list search will appear.

Important! It may be a LARGE number of entries! You do not need to view
or download all of them. Downloading an entire 60-day search wastes
time and server space, and may cause your database to time out.
Therefore, think about what you REALLY need — and narrow your search!
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Narrow Your Search
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Narrow Your Search

After narrowing your search, you have a smaller number of isolates
that will not take as long to download.
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Download Entries

@ Server login M= Click on “Download
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Composite Data Sets

B BioNumerics allows the user to combine different
experiment types (fingerprint, character) in a
cluster analysis

m Takes an average of the similarity matrices

m That is, you could create a “mega” analysis of
more than one experiment type
® Examples:
m X)al & B/nl PFGE data

m PFGE data and VNTR data
m PI'GE and antibiotic susceptibility data




An interesting example....

B An outbreak ot Salmonella Heidelberg has the following
PEGE results:

m Of 54 PFGE patterns (cases) there are 25
indistinguishable X/bal patterns

m B/nl fingerprinting was done on the isolates and 14
indistinguishable patterns were observed

® How do the PFGE fingerprint patterns cluster when
analyzing both Xbal and B/nl datar?

m Could there be a unique fingerprint with Xbal and B/zl that 1s
the source of the outbreak?




Create a Composite Data Set

Choose “Create new composite data
set...” from the “Experiments” menu
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Create a Composite Data Set

Enter the name of

your composite data

set and click “OK”

Add new composite data set

Enter name of expenment




Create a Composite Data Set
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Create a Composite Data Set
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Create a Composite Data Set

Notice new Composite Data Set in Experiments area
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Using Composite Data Sets in
Comparisons
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Using Composite Data Sets in
Comparisons
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Using Composite Data Sets in
Comparisons
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Using Composite Data Sets in
Comparisons

Composite data set comparison
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Resulting Dendrogram
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Reminder:

® You should have as much data for both
experiment types as possible

m The amount of missing data should be minimal
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Questions?

Thank you for your attention
The findings and conclusions in this presentation
are those of the author and do not necessarily
represent the views of the Centers for Disease
Control and Prevention




