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Dendrograms: collapse branches

2| PFGE-Ascl

You can also right-click

on the branches for

- " . additional options, such
—r Welan as to collapse or expand a

Cluster analvsis {(similarity matrix), ., (PFGE-AscT)
v Show dendrogram (PFEE-AscI)

Here, we will

collapse this =

Select root
Swap branches
Rerook tree

Collapse)expand branch
Calculake error flags
Calculate cophenetic correlations

Calculake cluster cukaff values

Select branch into lisk




Dendrograms: collapse branches

PFE-Ascl
i

When multiple
branches have
been collapsed,

- you can see

: more of the

|l dendrogram on
one page
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Dendrograms: swap branches

PFGE-A=cl 89.70%
<0 &0 a0
sy B R M '

- If you would
v w W rather clusters be
| switched around
in the
dendrogram,
right-click on the
node and select
“Swap branches”

T -

iR

Now these
branches have
swapped places
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Dendrograms: cluster cutoffs

b Edit Lawvout  Groups ESEEEREER Dimensioning  Bandmatching  Characters  Sequence  TrendData  Composite

Bl i Calculate 4 PFGE-Ascl L

Advanced trees 3

= To quickly view
Select roat clusters, select

Swap branches

Dendrogram L 22§ Clustering—>

Collapse/expand branch

Set minimum similarity value, |, i Ca I c u I ate c I u Ste r

Shaow similarity walues

Rendered tree export, ., CUtOff Val UeS ”

Zalculate error flags
sssanhenetic correlations

Calculate cluste » cuboff values S o I | d I | nes

Tolerance & opkifnization analysis. ., |nd| Cate Clu Sters

—— D;periments;; L e AR - and dashed lines
- link different

clusters

PFGE-Azcl 86.07%




Dendrograms: similarity matrix

Edit BN Groups  Clustering  Dimensioning  Bandmatchin

40 G0 ad
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Zoom in Ctrl+Page Up
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similarity matrix,
select Layout->
“Show similarity
values”™




Comparisons: Print

=) Comparison

File Edit Lawvout Groups Clustering  Dimensio Click “Show print endData Composite  Help Wi

;- I:I A pdh il L2 prev'ewu - | e Vi S8
\ —

Showe prird preswiesny |

ﬂ PFGE-Hbal

PFGE-¥bal 8245
a0 100 Index  SourceState Serotyne
deceiberrotooelecenbenr bt lovecl

1 & AK Heidelberg
2 84K Heidelberg
3 A AK Heidelberg

T e St e— —
(i i, S —
A 7 e e m— e —

Note: recommend
changing your layout
first to only show those
fields you want printed

o B FEeEery
13 A AK Heidelbery
14 & 4K Heidelberg
15 & 4K Heidelberg
16 & AK Serotype pending
17 A AK Heidelbery
15 & 4K Serotype pending
19 & Heidelberg
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Comparisons: Print

2 Comparison print preview
File Edit BEFEEM window

Enlarge image size

Ll | 25 mage

Reduce image size

Overviey

=& colors

Shiaw similarity matriz

Showw cormparison infarmakion
v Show field names

Cem Dl - WL | Aol L= L,
- W PRIE-RB

Go to Layout-> _ Use nodes to move
Show field names | 1 columns
to turn these on T R e

. RE Hewporl JPEO1 M2
. RE Heldelberg JEEHO1 MZ2
. RE Heldelbemg JPE<O1 MY
. RE Heldelbem JEEO1 M2
. RE Heldelbemg JPE<01 0552
. RE Heldelbem JEEO1 M2
. RE Heldelbemg JPEO1 M2
. RE Heldelbem JpEHD
. RE Heldelbemg JPED1
. RE Heldelbem JFEXO1 04
. RE Serakpe perding J FEHO 22
. RE Heldelbem JFEXO1 D258
. RE Serakpe perding J FEHO (125
Heldelbem JPEX01 212
. RE Heldelbem J BEHO 25
. RE Heldelberg JBEHO TS
. RE Heldelbem JFEHO 22
. RE Heldelberg JEEs01 O
. RE Heldelbem JFEH01 O
. RE Heldelberg JEEs01
. RE Heldelbem JFEH01 O
. RE Heldelberg JPEH01 22
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Comparisons: Print

roTT L ] Use toolbar to
e Edit Lawout indow Change
ol A g £ !settings/view

Ove rvi e

el gl JPL [ - L= L | HLALIL 1 ALWL | UL - L |

[ f LTS PRIE-Hbal

KeBou Beroinn PREE-Kbal-patern PRIE-Hbal-chin

. Ak Heldelberm J PO 0122 Comimed

. RE Heldelbem J P 0122 cormimed

. Ak Heldelbem JFa-01 0122 Cormed

. Ak Heldelbem J P01 0122 cormimed

. Ak Heldelbem JFa-01 0122 Cormed

. Ak Mewpor] J PO 012 Urecomimed SEr

. Ak Heldelberg J eI 22 Cormimed

. Ak Heldelbem JFa-01 I17 Cormed

. Ak Heldelberm J PO 0122 cormimed

. Ak Heldelbemg J <01 ORsE Cormimed

. Ak Heldelberm J PO 02 Comimed

. Ak Heldelberg J eI 022 Cormimed

. AE Heldelbemg fli-ran)| Ureals ek

. AE Heldelberg JFE<T1 Urcalsiachony

. Ak Heldelbem JFE-T1 D045 Cormed

. Ak ZEroipe perdl. JFSAD OOEE Urecomimed SEr

. RE Heldelberg JFE-T1 M52 Corimed

. Ak SErolpe perdl. JFSAD1 D252 Comimed
Heldelberg JFERO1 D212 Cormed

. AE Heldelbemg J P01 325 Cormimed

. Ak Heldelbem J P 2 Cormimed

|

Shows pages
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Groups: Printing

When printing grouped m
isolates in a comparison, the e
colors will automatically
change to shapes unless you
choose to print in color

g .l i | CT__02032150 Typhi JPRXD 048
| l IR M__ DSSTO004%8  Typhi JPPXO 053

| I wa__ 0B-0631 Typhi JPPXD1 002
, I"‘ Wi MOBOOT411 Typhi JPPYD1 D48
' l BI] b B Lac 7onase Typhi JPRX01 058

MY__ BACOS000024... Typhi JPRXIT 002
|

>
>
»

DES_NC__ 204
DES_NC___ 20
DES_NC__ 20
DES_NC__ 20
DES_NC__ 20
DES_NC__ 20
DES_NC__ 20
DES NC__ 20
DES_NC__ 20
DES_NC__ 20
DES ne_ 20C
DES ne_ 20C
DES ne_ 20C
DES ne_ 20C
DES ne_ 20C

DBS ne_ 20C
MRS me IaT

et ———

NY__BACOS000024... Typhi JPPXI 002

| o c— s s, W

I — ———— T ———

B B e

CASC_OSSCPHOETOS  Typhi JPRRO1.045

PA_ (BEDDG3E Typhi JPPXI 034

GA__ DBCO3E5113  Typhi JPPXO 034

HI__MOG-148 Typhi JPRIT 002
MJ__500895 Typhi JPRNO1 022

- —

T et

MYC__nycO8-100801 ... Typhi JPRXOT 074

"-_

MYC__nyc08-100801 ... Typhi JPRXIT 004

NYC__rycl5-100605... Typhi JPPET 014

NYC__rycOB-100610... Typhi JPPX 002

W 05-05581 Trpahi JPPROT.0026
Ca_ MO5X01512 Typhi JRFXO1 0459
WY __ B&COS000025... Typhi JPRXOT 0480
P&__ 03E0070E Typhi JPPXOT 0026
WS MOENTO?TS-08  Typhi JPPXOT 0704
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Groups: Customizing Colors

& Comparison

File Edit Layvout Welil=8 Clustering Dinensioning Bandmatching  Che G rou p co I.l] rs i
i ection to A
reate 5 From database fie

e . . 3 R
= PFGE-BINI i 0%
= - PFGE-Spel FETEiGT T E j G &
¥. PFGE-Xbal roup separation. . 100%
=" artibio ultivariate Analysis af Yariance. .. T B

- N l :

=% hiochem 0%

Saved color schemes

El

Delete zelected... |

‘Groups
Size Mame «

|
C — — ——

A

- —
===
peedcodrot-

B —

:N'.-_.

Drefault | Fastels | Range... | Cancel

Ry
i i Wﬂﬂﬁl’ll’ln‘)ﬂ Tuphi

Under edit group colors, you can change the tone of each
color from default or change entirely to “pastels.” You can
also choose to do a color gradient with “range.”

oo oo oo |0 0o 0 O 0
=
)




Groups: Customizing Colors

Group colors
Group colors

= - Saved color schemes
« —
T

1

Save as... | Delete selected. .. |

18

Save your color choices
that you create

Fastels Range...




Comparisons: Compare Two Entries

=) BioMumerics

File Edit Database Subsets Experiments WetqEa® Identification  PulseMet  Scripks  Window

& ot ﬁ | m ;ﬁ |:|:|rr|FIIEl Load comparison ‘3 [‘u H - :J: i

Zreate new compatison Ale+C

LA W W WA we ) ol Delete comparison...
E ﬁ ﬂ:ﬁ:‘“ m es Camparizon list
dlignments. ..

Index Key LahlD

kAl

Zompare bwo entries

1 07-85

P Analyze with GeneMaths. .

Chart | Statistics. ..

1. Select two B 2. Select “Compare

isolates in EE® n two entries” from
your database comparison menu
to compare | co
< — 5
all levels J

Database: Ecoli-cliert © 8114 erfties 6 experiments  WedclprojecthcCID_RCZVED _DFBMD_Pulzeilat\DataEcali-client

ConTROL




Comparisons: Compare Two Entries

Also called a Pairwise comparison or 2x2 comparison

= Pairwise comparison
File Edit ‘Windows

[ ——

1 i 1
liie Sl el | Similarity: 92 58% (weight 41)
=2 | PFGE-Bin o2 FE% Peaks correspond
Dice (Opt1 50%) (Tal 1 5%-1 59 (H=0.0% S=0.0%) [0.0%-98 3%

to intensity of

== | PFE-Xbal 92 65%

=, | artibio ba n d s

=0 | hiochem

NOTE: % Similarity

3

— 35514
— 33442
—250.80
—236.51
—34.30
——31.36
— 2267

— 7177
—G1.28

=

(1]

b——43 .22
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—
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—F
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=
21757 ———— = — 217 .01
= 1

~ ThS 5525

Red for one isolate,
blue for the other
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712 —— e — CTO B2
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25687 — b
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237.02—
176
170
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Advanced Queries: Components

File Edt Database Subsets Experiments Compatizzy Ldentifi t Scripts  Aindow

EETEE NEE RN N .-ﬁ . Comp i g g g 42
-d L L GO - o &

Jatapase e
SourceCountny SourcesState
= A

* | Click the search icon in
- | the BioNumerics main

window.

= =) AT IE
<

Experiments ]EI
lzr A XK

Hame




Advanced Queries: Components

Simple gquery | Advanced gquery tool
Se I eCt t h e Qu.eryr components:

. Ad Va n ced HE:: .;]ueryr cur:jjt:f.:.ll'lt:

q ue ry to (o) I ’3 Database fisld

Simple query | Advanced gquery tool Database field range

b u tto n Experitment presence

Hey Fingierprint bands

5 Entry search

Character value
LabiD

Subsequence

SourceCountry Attachmert

Sourcestate Hew derived component:

SourceCounty b AND@ QR @
SourceCity o @ Mo O

Stored queries:

SourcesSite

SourceType
W

CtherStatelsolate
v Save as...

[ T P O R

|:| Zearchin list Clear Search |
|:| Megsative search
[]Case sensitive

Delete. ..

Al o list ] [ Replace list ] [Search in Iistl




Advanced Queries: Components

5 Entry search g

Simple query | Advanced guery tool

Query components:

Edlit... Delete. ..

Hew query component:

Databasze field

Experiment presence
Fincierprint bands B u i Id i n g b I Oc kS Of th e q U e I‘y
Character vallie

Attachment

Hew derived component:

ano (@) orR &y . .
Tools to make composite queries

KOR &1y NOT |

Stored queries:

Queries can be stored/saved/deleted

| Zearchin list - i ' ' v
1A




Advanced Queries: Components

Database field search §|
= 1) Search in a

Search for:

& Entry search | | specific field or in
I Field: < Any figld > any ﬁeld

Simple guery | Advanced query tool [ Case sensitive ,
[ | Regular expression

Query components:

Eclit ... Delete. . Database field range

Hew query [:l]l'l'll]ﬂl'lEl'I't' Select entries where field

Databasze field is between 2) Search a range
Ex: date range

Databasze field range atd

Expetiment presence
[ ] Case sensitive

Fingerprint bancs [ ] Mumerical values Cancel

Character walue Js— »
Experiment presence EJ

=Ubzequence

Select entries for which the expenment

Attachment

3) Search for the presence PFGE #bal
of an Experiment type is present




Advanced Queries: Components

= Entry search

Fingerprint band presence

Simple gquery | Advanced o] .o eipeinen T arget range 4) Search for

presence of bands
w/range of

Exlit... Delete. .. Mormalised run langth b2 [ molecular weights

[ntenzity filker

Hew query component: Band height

Query components: I 0.00 _ [1onoo

Mumber of bands present
Databaze field Mir, |1 M

Databasze field range o
=gl

Expetiment presence

Fingerprint bands
Character value

5) Search in your character

_haracter value

types (i.e. antibio, biochem)

E speriment;

=Ubzequence )
Character:

Attachment

Min. walue:

baw walue: |0.00 Cancel

' Y 4

wwwww



Advanced Queries: Components

—Y— 6) Search for 2

— specific
wperiment. I .
subsequence in a

Simple gquery  Advanced query tool Search sting sequence type
experiment (if you
b aximum number of mismatches allowed: |0 : have these)

Query components:

Eciit... Delete. ..

[ ] Allow gaps in sequence

Hew query [:l]lTIl]l]I'IEI'I't: [ ] Allow gaps in search sting

Databa=e field [v] Accept IUPAL codes

Databasze field range

At:at:hment search
Experiment presence 7) Search within
Attachment ype | ENC
attachments that

are IiﬂkEd o Search text
Character walue database entries

Fingerprint bands

[n dezcription
[ ket

Attachmenrnt [ ] Caze sensitive

=Ubzequence




Advanced Queties: Editing Components

: ﬁ_E ntry search
You can edit or delete

any of the
Query components:
components on the [ e Dolcte. Database field
. . Zearch 'Loz Angeles' in field
right-hand side ’

Simntoguny “rtanced query tool

Hew 4 o Lient: "SourceCounty’
'l.--..! - __..'.r1.F -

Databasze field

Database field range

“Edit” opens the
Component

Experiment presence

Fingerprint bands

Database field search

Search for | el

I Field: SourceCounty

[ ] Case sensitive

[ ] Feqular expression | Cancel ! Are yoU sUre you wank to delete the selected component(s)?
- WARNIMNG: Ehis will also delete all descendant cormpontens!

Save

Mew... H iZancel l

fcid to fist ] [ Replace list ] [sEamh in Iiﬂtl “Delete” opens a
confirmation window




Advanced Queries: Logical Operators

&=l Entry search

Query components:
Eciit... Delete...
Hew query component:
Databaze field

Databasze field range
Experiment presence
Fingerprint bands
Character walue
Subseguence

Attachment

ano (@ or @i
MOR (1 NOT (]

Stored queries:

Simple gquery | Advanced gquery tool

Database field

Zearch 'Los Angeles'in field
"SourceCounty’

Hew derived component:

Logical Operators link
Components together

[ Al to list ] [ Replace list ] [Search inliatl

All conditions must be
met

At least 1 component
should be fulfilled

Exactly 1 condition
from components
should be fulfilled

Condition will be
inverted for
component




Advanced Queries: Saving

5 Entry search E

Simple query | Advanced guery tool

“Save” or “Save as...” allows
you to save your query

Query components:

Ediit... Delete..

Hew query component:
Database field Save query E

Database field range

Enter a name for this queny:
Experiment presence

Fingerprint bands

Character value

subseguence

Attachment

Hew derived component: “New” or “Delete” will
so (§ or @D reset the current query

@B o [

Stored queries:

v ?‘_’/ Are you sure you wank ko reset the contents of the current query?

.\'-|_

Save Save as...

My Delete. .. | | Cancel

| Add to list | | Replace list | |Sear|:h in |ist| ‘




Search for isolates from “Los Angeles” county that were uploaded in May - June 2009

Advanced Queries
Example 1: County and Date Range

- —
= Entry search E]
Simple query | Advanced gquery tool

Query components:

Edit... Delete...

Hew query compone - o . 0
E:-:at:al:::nla:z:e.r:ireln:i ’ 1- CI'Ck Database fleld

atabaze field range |

Experiment presence

Fingerprint bands

S 2. Enter search string [cannot
Subsedquence Use a Wildcard (*)] and SeleCt

Attachmert Database field search “SourceCou nty”

Hew derived component:
AND (@) orR € Cearch for | L0% Andeles
¥OR Ty NOT ) . -
— — Ity field: aourcelounty
Stored queries:
[ ] Caze sensitive

[ | Regular exprezzion

' 1 [
m/%/,ﬁ

TROL A



Advanced Queries
Example 1: County and Date Range

= Entry search E]

Simple query | Advanced query tool

Query components:
e field

Edit... Celete. .. — ) L
Search 'Los Angeles' in field

o avery componert: | [ /| 1. Select “Database
Database field range f i e I d ra n g e ”

Experimenrt presence

Fingerprint bands

Subsequence

Attachment Select entries where field | UploadD ate
Hew derived comyj o Lo AMAg ME 2- SeleCt “UploadDate”
iz behween 2009-05-M

AMD (0 OR

and fill in date range
xor (170 ot and NOTE: date format

Stored queries:

2003-06-30

[ ] Caze sensitive

[ ] Mumerical values

' 1 [
m/%/,ﬁ

TROL A



Advanced Queries
Example 1: County and Date Range

= Entry search E

Simple query | Advanced query tool

Query components:

Ediit... Celete...

Databaze field
=earch 'Loz Angeles' in field
Hew query component: SourceCaunty

Database fl > [ 1. Select both using

Database field range CTRL + mouse CIiCk

Databa=e field range

Experimenrt presence UploadDate’ is between

Fingisrarint bands '2009-05-01" &nd '2009-06-30"

Character value

Subzequence

Attachment

Hew derived component:

or i

Stored queries: 2. Press “AND”

| addtolist | [Replacelist< | 3. Press Replace list” to start the
query




Advanced Queries

Example 2: Experiment Presence
Need to report all Xbal’s that were done from July 1, 2008 — June 30, 2009 for ELCs

&= Entry search

Simple gquery | Advanced gquery tool

Query components: .
€. | Deeio, | | |Dotabeseflldrange , | 1. Select Date Range

Hew query component: 2003

Databasze field

field range

Experiment presence _ 2. Select “Experiment Presence”
Fingerprint bands
|::: Taracier value 1

&3

Experiment presence

Attachment

Hew derived component: Select entries far which the experiment

v
Iz present

Cancel

3. Choose PFGE-Xbal

Search in list [ Exit | I l/y/j{

anD () orR §E

TROL A



Advanced Queries
Example 2: Experiment Presence

= Entry search @

Simple query | Advanced gquery tool

Query components:

Edlit Dielete Database field range

'UplozdDate i= between
Hew query component:
Database field

Databaze field range
Experiment presence

= s el Experimert 'PFGE-Xbal' iz present

Fingerprint bands

Select both components
— and choose “AND”

Hew derived component:

KOR €1 NOT [
Stored queries:
w
Save azg...

Delete. ..

[ Add to list . Replace list - Searchin list




Advanced Queries
Example 3: Multiple Serotypes and Date

Search for all Salmonella Typhimurium/var Copenhagen and | 4,[5],12:i:-
isolates uploaded in 2008

Query components:

Ecit... Delete...

Hew query component:
Database figld <:::| | Select “Database ﬁeldu

Database field ranges

Experiment presence

Fingerprint bands Database field search

Character value
Subsequence Search for T_'.-'l:lhil'l'lL-lriLJI'l'l
Attachment

Hew derived component: Ir1 field: Serotype

ano (@ or @i
MOR (1 NOT (]

Stored queries:

[ ] Caze sensitive

[ | Regular expression

»

Sy —— Add 3 Serotype components: Typhimurium,

New.. | Delete.. Typhimurium var. O 5 - (Copenhagen), | 4,[5],12:i:-
NOTE: using the Entry Properties screen will
assure that search results are accurate

—_ ./
|

[ Al o list ] [F{Eplace st ] [Search in




Advanced Queries

r—
2 Entry search

Simple query | Advanced query tool

Query components:

Ediit ...

Delete...
Hew query component:

Databasze field

Experimenrt presence Seg

Fingerprirt bands (o

Character value

Database field range
Select entries where field
Iz bebween
and

[ ] Case sensitive

[ ] Mumerical walues

I Ao to list

[ Replace list

Example 3: Multiple Serotypes and Date

Database field
Zearch 'Typhimurium' in field

‘Serotype’

=ze field
‘Typhimurium war, O 5 -
hagen)' in figkd "Serotype’

UploadDate

20038-07-01

2008-12-1

Search in list

!!IIIIIIIIIIl'l

x]

1. Select “Database field range”
filel range

2. Select “UploadDate”

h 3. Fill in the range

' Y 4

rrrrrrrr

PREVENTION



& Entry search

Advanced Queries

Example 3: Multiple Serotypes and Date

Simple query | Advanced query tool

Query components:
Ecit... Delete. ..
Hew query component:
Databaze fisld

Database field range
Experiment presence
Fingerprirt bands
Character value
Subsequence

Attachment

Hew derived component:

anp (3 orR EEE
¥or (13 NOT (]

Stored queries:

W

Save az..

Delete. ..

Database field

Search 'Typhimurium' in field
‘Serotype’

Database field

Search 'Typhimurium war, O 5 -
(Copenhagen) in field 'Seratype’

Databa=ze field
Search 'l 4 [5],120-" in field "zerotype

Database field range

UploadDate’ is between
'2008-01-01" and "2005-12-31"

Aedd 1o list ] [ Replace list ] [Search in st

E Entry search

Simple query | Advanced gquery tool

Query components:
Ecit... Delete...
Hew query component:

Database field
Database field range
Experiment presence
Fingerprint bands
Character value
Subsequence

Attachmernt

Hew derived component:

a0 (@) or @
¥or (17 nwoT (]

Stored queries:

b

Save as...

Delete...

Database field

Search Typhimurium' in field
‘Serotype

Database field

Search 'Typhimurium war. O 5 -
(Copenhagen)' in field "Serotype’

Database field
Search '14,[5],1 20 - in field 'Serotype

Databaze field range

‘UploaciDate' iz betvween
'2008-01-01" and '2008-12-31"

<

[ el to list ] [ Replace list ] [Searchin Iis‘t]

1. Select all 3 Database field boxes and choose “OR”

{ SERVIC,
S Si2
&)

W

¢ HEALT,
of Hg Y
<,

<&
5

Select “OR” and Database field range box and choose “AND”




Advanced Queries
Example 4: Multiple Values

Search for all non-human Salmonella Typhimurium isolates
uploaded in 2009 with an Xbal experiment file.

&) Entry search

Simple query | Advanced query tool

Query components:
Eciit... Delste:... Ratabasellelc

Zearch Typhimurium' in field
'‘erotype

Hew query component:
Databasze field

Database field range

Database field

Experiment presence =earch 'Human' in field 'SourceType!

Fingerprint bands

Character walue

Subsegquence

Database field range

'UploadDste' is between
2009-01 -01" and '2009-12-31"

Attachiment

Hew derived component:

a0 (§)| or @D
Experiment presence

#OR @ T O Experiment 'PFGE-Xbal' i= present

Stored queries:




r -
E BioMumerics

Plugins

File Edit Database Subsets Experiments Comparison  Identificabtion  PulseMet  Scripks Help  window

b & s WY W
o Heta t--b Hod X ) )

Hame Type
Experiments | Entry relations

Plugins
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Plugins

W

The Plugin Tools offer a wide variety of additional useful A 4 i Lo, Bl

P ]

tools to the BioNumerics software, provided as a service by
Applied Maths, The plugin tools are based on the powerful

l Fun script from the YWekb | '

BioMNumerics script language, which makes it possible for the
user to customize them according to personal needs. They can
be run directly from the Applied Maths website, or can be
downloaded to the local BioNumerics script folder. To

County SourceCity

download scripts, press the @ | in the button toolbar of this
window,

You are free to run and/or download these tools for personal
use, and modify the scripts as needed. Redistribution or
reproduction of the plugin tools by any means is
prohibited.

Each plugin tool is provided "as is" and with no further
liability or guarantee from Applied Maths, Any conseguences
that may arise from the use of these tools are at your own
responsibility.

Please select from the following categories:
BioMumerics Online Help

Database related tools
Fingerprint related tools

Sequence related tools

Library and Identification tools Available

Comparison tools o
Typing technigues Categorles
Import tools

Export tools

Queries

Miscellaneous

W

12 3 4 56




Plugins

m Can install plugins when installing a new
database—suggest reading about them before
installing

m Can provide useful tools
m Recommend trying the plugin out on either a

“dummy” or test database or a copy of a
database to see how it really works

E'NN = gy
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Questions?

| \— USA |

The National Molecular Subtyping Network
for Foodborne Disease Surveillance

Thank you for your attention
The findings and conclusions in this presentation
are those of the author and do not necessarily
represent the views of the Centers for Disease
Control and Prevention
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