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Overview

m Using the Chart and Statistics Tool

m Utility of Graphs in Cluster Detection and
Reporting

m Utlity of Groups
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Chart and Statistics Tool:
Functionality

m The utility of the Chart and Statistics Tool:
m Generate database statistics
m Produce different types of graphs

m Identify discrepancies in data format
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Chart & Statistics
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Select the group of isolates you
want to analyze using the chart
and statistics tool

Create a comparison of these
isolates

Perform a query or

Directly select isolates in the
database




Chart & Statistics

E BioMumerics
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Chart & Statistics
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Chart & Statistics Plot Components

& BioMumerics
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Chart & Statistics Plot Components
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Chart & Statistics Plot Components

Data types:

m Categorical variable: descriptive variable, ex.

serotype

m Quantitative variable: numerical variable, ex. age

m Date variable: can be converted into interval
data (categorical or quantitative)

m group by day, week, month, quarter or year
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Chart & Statistics: Types of Graphs

E Chart and Statistics E@
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[=] Chart and Statistics
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Chart & Statistics Tool: Example

m | ets say you want to do some database cleaning

tor 2009

= Select all 2009 1solates and pull into new comparison

® Go to Chart and Statistics tool icon

m BExpand “Database fields” in the “All

pane and select “Source State”

components”

m Repeat this for every BioNumerics field that you want to

ensure correct data entry
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Chart & Statistics Tool:

Choose

database Click “Add”
components

Select plot components

All campanents: Used companents:

SourceState

Data bype
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() Date variable

5 UploadD ate
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Example

Select data type:
categorical
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Chart & Statistics Tool: Example

E‘ Chart and Statistics

File Plot Wiew Statistics  Window

Notice the amount of
isolates without a source
state

. A %  Component | Sourcedtate ¥

_, Chart

To select these isolates, go

to the main BioNumerics
window, deselect all
isolates without closing
the graph. (The bars should
now be gray)

fa Chart and Statistics
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Chart & Statistics Tool: Example

E Chart and Statistics

Cirl + click on the “blank
state” bar to highlight

isolates in the database
(The bar should now purple)

Pull into a new
comparison, investigate
these isolates and fill in the
appropriate source state if
known
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Correct Data Format for
BioNumerics Fields

m Patient Sex—FEMALE, MAL]
UNKNOWN

® Source State —two letter postal code where the

(L.

, Of

isolate sample was taken

m Source Type —Animal, Environment(al),
Human, Food, or Unknown

®m Source Site —Blood, Stool, Urine, CSF, etc
B Dates - YYYY-MM-DD
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Utility of Graphs in Cluster
Detection and Reporting

m When you notice 2+ isolates with the same
pattern name, search for all isolates with the
pattern designation

m Graph by upload date, convert to interval data,
and group by month/ week

m Hvaluate the past 60 days of submission to
determine if there i1s an increase over baseline

m If there 1s an increase, post onto CDC team

m [f there 1s an epi link, post onto CDC team

= Follow your lab protocol




Utility of Graphs in Cluster
Detection and Reporting

B You've noticed some clusters, 2+ recent 1solates
with the same PFGE pattern name

® What should you do?

= Step 1: go to your main screen and search for all
isolates assigned the pattern name of interest

m Step 2: select chart and statistics and create a bar
graph by upload data and select “date variable” by

week or month
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Utility of Graphs in Cluster
Detection and Reporting

How can I represent just the past 60
days in this graph?




Utility of Graphs in Cluster
Detection and Reporting

1= BioMumerics
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Utility of Graphs in Cluster Detection

and Reporting: Example 1

The isolates uploaded in the
past 60 days (to qualify in a L.mme
cluster) are displayed as
purple bars.

LiploadDate




Utility of Graphs in Cluster Detection and
Reporting: Example 2

PE Chart and Statistics

W

LploadDate

' 4 [/
(DC

TERS FoR DiB

CoNTROL AND PRE vENTION



Utility of Graphs in Cluster Detection and
Reporting: Example 3

E] Chart and Statistics

UploadDate

IDC
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Utility of Groups

m The use of groups/colors can distinguish isolates
to another level while working in a comparison

= Example: Let’s say you want to evaluate the number
of 2009 1solates associated with each CDC outbreak
code

m [n order for this to work in your local database, you need
to regularly download pattern names and outbreak codes
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Utility of Groups

f=] Com parison
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Using Groups

5 exercise (Comparison)
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Utility of Groups

(€] Com parison
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Utility of Groups

LI

Size Hame
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You can name each color
group by highlighting the

name field and click, then type
in the appropriate nhame for
each color designation
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Utility of Groups

F =

| To automatically assign
groups, select the database
J field of interest
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Utility of Groups

Create groups from field

Group creation prioriky
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Now you can easily
determine the amount
of isolates per
outbreak code




Utility of Groups

[=] Comparison
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To highlight all members of a
single color group, right click

on a color group and choose
“Select group members”
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Utility of Groups

®m To remove a group selection, select all the entries
within the group and within the group window ‘assign
Selection to, none. Clustering  Dimensioning Bandmatching Sequence  Composite
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Questions?

Pudie¥et s/

The National Molecular Subtyping Network
for Foodborne Disease Surveillance

w2

Thank you for your attention
The findings and conclusions in this presentation
are those of the author and do not necessarily
represent the views of the Centers for Disease
Control and Prevention
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