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BioNumerics/PulseNet
MasterScripts Overview

Database

Campylobacter
DemoBase
Demobase 2D
DemoBase 2D gels
Ecoli

Listeria

MTDC Campy Admin
MTDC Ecoli Admin
MTDC Listeria Admin
MTDC Salmonella Ad
MTDC Shigella Admin
Mon 0157
Salmonella

Sflexneri

Shigella

test Sflexneri

test shigella client

1. Open database

2. Create new database

3. Delete database or change settings
4. Exit BioNumerics

2010-02-04 09:42 [HOMEDIR]'Ecoli
2009-09-29 16:26 [HOMEDIR]\Listeria
2010-03-17 13:48 [HOMEDIRIMTDC Campy Adn

[HOMEDIR]WTDC Ecoli Admin

[HOMEDIR]WTDC Listeria Adr
D at ab aS es t h at [HOMEDIR]WTDC Salmonella .

[HOMEDIR]WMTDC Shigella Ad

you’ve created e

[HOMEDIR]'Salmonella

2010-04-16 12:02 [HOMEDIR]VSflexneri
2010-03-2214:22 [HOMEDIR]VShigella
2010-04-27 09:42 [HOMEDIR]test Sflexneri

<




Settings Menu

e

\ H ) Exaan
- S

Settings drop down
menu appears

D i

Database Comment Path
Campylobacter [HOMEDIR]\Campylobacter /&
DemoBase [HOMEDIR]\DemoBase

=t B

Demobase 2D [HOMEDIR]'Demobase 2D

DemoBase 2D gels [HOMEDIR]'DemoBase 2D gel:

Ecoli [HOMEDIR]\Ecoli DatahaSE SEttiHQS e
List HOMEDIR]\Listeria
MITD Cllck “Settln S” :HOMEDIR}\.MITDCIC Ad Delete database...
ampy Adm ]
g [HOMEDIR]MTDC Ecoli Admin hange home directory. .. 54
T gt [HOMEDIR]WTDC Listeria Adr License settings... I33

MTDC Salmonella Admin 2010-04-27 09:53 [HOMEDIR]MTDC Salmonella .
MTDC Shigella Admin 2010-04-27 09:09 [HOMEDIRJMTDC Shigella Ad 2008-07-24 16:04
Non 0157 2009-12-09 11:29 [HOMEDIR]\Non 0157 2008-09-26 11:22
Salmonella 2010-03-23 15:27 [HOMEDIR]\Salmonella .
Sflexneri 2010-04-16 12:02 [HOMEDIR]\Sflexneri 2008-09-15 03:33
Shigella 2010-03-22 14:22 [HOMEDIR]\Shigella
test Sflexneri 2010-04-27 09:42 [HOMEDIR]test Sflexneri v

test shigella client < >
Cof = { Maths 18 y ] {-maths.com



Database

Campy NEW
Campy-client
Demobase 2D
DemoBase
Ecoli-client

Settings: Directory Location

Home directory

Fleasze zelect the baze folder for storage of databazes:

Database settings...
Delete database...

Change home diectory,.. |

D atabazes installed here are anly accessible to the current user)

License settings. ..
(%) Cystom folder
2008-07-24 16:C ’

C:%Program Filez“BioMumencztdata T
2008-09-26 11:2 C:\Praogram Files\BioMumerics'data

Default Directory —

This is the directory location of your BioNumerics database. You can
change this location when necessary.



What are PulseNet MasterScripts?

Customizations in BioNumerics for PulseNet
participants

Developed by CDC and Applied Maths; highly

customized for each national database

Scripts install Reference systems (H9812), pick lists,
fields, and other functions within BioNumerics so that
data is standardized and comparable among
participating laboratories

Updated MasterScripts CDs are issued to PulseNet
participating laboratories



BioNumerics/PulseNet
MasterScripts Overview

The National Molecular Subtyping Network
for Foodborne Disease Surveillance

# Of I S O I at eS Isolates; 2397 . [ ScriptVersion 5.01

in th e PFGE-BInl patterns: 424 M aricnese
PFGE-Spel patterns: 5 cDC_

d at ab ase PFGE-Xbal patterns: 2149

. Select “OK” to open database

1.MasterScripts
version
2.Database

3.Lab ID




BioNumerics: Main Window

N Edit Database Subsets Experiments Compatison  Identification  Pulsehet

Open additional dataIIJase... ll ﬁ ﬁ ) ;Complete —
Install | Remave plugins...

Wfimicdon

et Scripks

Open bundle. ..

SourceCount
Create new bundle... .

Open expetiment file (enkries) ...
Open expetiment file (data) ... |

Aidd new experiment: file. ., . . : :
LS4 About BioMumerics
Import experiment data... | LS, Er -yt 2 3| F S M
Delete experiment file... Cornfirmed -~
et UsA BioNumerics Name
Experiment file list r | = Uncanfirmed Ser. -
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966 - 522 - 958
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| - Fingerprint types Phiysical: 2111.345 b BioMumetics Software: 5,01
i - Character types Phrysical free:  1231.221M
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20 gel types
Trend data types . ) =

- Cluster analysis [a} P r |— | E E—‘
Dimensioning and Statistics

- Identification

- Database sharing tools

To find out your BioNumerics version, open a database,
then click on “file” and “about” from the main window
or “help” and “about Bionumeics and Scripts”




BioNumerics: Main Window

Qo 1. Menu and Toolbar |
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2: PulseNet Lightning Bolt Tools

What: modifications to BioNumerics via

MasterScripts for PulseNet participants

E BioHumerics

File Edit Database Subsets Expetiments Comparison  Identification  PulseMet  Scripks  Window

w30 Lk L #% 8 Complete view A e i G 4 A B @k G\
L we W WA ‘wWe (T PN LT O, S T _':‘_l ._* J
LahlD SourceCountry SourceSta « (1 2 3 4 5 6

1 FL.. FL
Q #43

Click on far left edge and drag
mouse downward to display
lightning bolt tools vertically, as in
previous versions of
BioNumerics...

A

Ii_‘. ﬂ x 1 ﬂ
Name

=21 PFGEEIN
. PFGE-Spel
=13 PFGE-¥hal

l. {

Experiments ] Entry relatio
& A X |

Hame




2: PulseNet Lightning Bolt Tools

File Edit Database Subsets Experiments Comparison  Identification  Pulseflet  Scripts  Window
Lo 3] Lk | W WA Completeview Al vy @ G oy e B | @R
bl

Index Labid =4 | Query by Isolate

1 FL ...
2 #43 .

28 | Query by Pattern
4 00-...
5 00-...
E 00-..
Yoo
S o0oo-.. .
3 0., Modify Columns Layout
10 00-...
M O0-.. Query Recent Uploads (Hotlist)
12 00-...

13 00-... Database Settings
14 00-...

12 EE | List Management
17 00-..,

Ao mm

PulseNet Tools

Query by Antibiotics

Query by Biochemicals

Create PulseNet Bundle

Connect to Server




2: PulseNet Lightning Bolt Tools

PulseNet Modified
Tools Shortcut

Change field. .

Pick list=. ..




3: Database Field Names

= BioNumerics

File Edit Database Subsets Experiments Comparison  Identification  Pulseblet  Scripks  Window

Lo %1 b | H9 4 Complete view Al ue gy @ e o) U ‘PulseNet field names
R bl | are entered by

LIRS Gl | : :
; Index Key LahlD SourceCountny . runn I ng SCI‘I ptS

1 FL
2 #4

N, “Key” is required to

) be in the database

7 0f S8
g 0 USa

oo o User can add and

define additional field

13 01 S8

14 00 Jsa,
15 1 usa, n al I IeS
£ T i ' T > A <
All levels Compariso... Librari... 'Decision Nets

Databasze: Ecoli-client ries B experiments  VedoprojectWICID_MNCINVED_DFBEMD_PulzeMet'Data'Ecoli-client

LahlD Serotype SourceCountry SourceState




Adding Database Fields

= BioHumerics

To add additional
database fields, select:

1. Database

2. Add new information
field

Add new database field
Enter field name
Type the name of the new
field into the entry
window and select ok.




5: Status Bar

2 BioMumerics

File Edit Database Subsets Experiments Comparison  Identification  PulseMet  Scripts  bindow

.-,crt.fj _;,ﬂ:ﬁ.gmmpleteview AR uw‘g.ﬂﬂ|@ﬁﬁﬁ

r '__.-____,

Index K LahiD SourceCount Sourc: -
ey v ' L@ A X i

1 FL3. FL ~
2 #43
3 ¥4 ..

Hame Twpe
Experiments | Entry relations

4 00-0...
5 00-0..
G 00-0..

¥ ooo-0..
& oo-0... =
L A X | i

& 3 Hame Created

'_I. fllleyels ! Comparisn... | |ibrari... | Decisinn Netwanr....
Databaze: Ecoli-cliert 5115 entries 6 expetiment= E:%.'F'r,:,gram Files“\BioMumericstdata

Database: Ecoli-clent * 8113 entries B experimerts |C:\Program Files\BioMumernics\data =

Aspects of the database:

A. Database Name

B. Number of Entries in Database

C. Number of Experiments in Database
D. Location on computer




6: Experiment Presence Panel

13 BioNumerics

File Edit Database Subsets Experiments Comparison  Identification  Pulsefet  Scripts Help  Window
ellne NE TR A R | Complete vew
E« i A e Lo Ll i

S Count S Stat S v '
ourceCountry ourceState ource 123456 @ A X | #
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US4 PR M
s, PR

USA, PR —? 1 PFGE-BInl Fingerprint types
==|2 PFGE-=pel Fingerprint types
E PRGE-Hbal Fingerprint types
=<

Name Type

| MExperimen *For each entry, shows

1234506 G A X |

~ whether an experiment

Hame Type

Is available (orange dot)

PFGE-Spel Fingerprint types

PFGE-bal Fingerprint types orn Ot

I. {
Experiments J Entry relations

*The numbers are linked
to the experiment type




7: Experiment Types Panel

) BioNumerics

File Edt Database Subsets Experiments Comparison Identification Pulsefet  Scripts  Window
[ Cornplete view
1 -flj.t' il = | ﬂ ﬂ .; p
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Shows different
experiment types, | Search for an
and experiments that § | Experiment
are defined under Create o [

each type New "




8: Files Panel

E BioNumerics

File Edit Database Subsets Experiments Comparison  Identification  Pulsefet  Scripks  Window
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‘ Edit ‘ :
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Fingerprint types
Fingerprint types

e AR

Name

PRICOT214
JHOT 196
JHOT1 97
JHOS0T
KiCOS0055

wim——F search |
BT —

Modified -

2007 -11-C
2005-01-C

u‘“xlﬁ

Hame

1 PFGE-Binl
S22 PFGE-Spel
=23 PFGE-Hbal
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Experiments | Entry relations

Type

Fingerprirt types
Fingerprirt types
Fingerprint types

& A X |

Name Created
PHCOT214 2007-11-06 10:52
JHOT196 2008-01-08 15:42

JHIT187
JHOS071
KCO50055

2005-01-08 15:51
2005-04-24 1017
20058-04-29 14:59

Shows the available files
for the selected experiment




9: Comparisons Panel

2 BioMumerics

File Edit Database Subsets Experiments Comparison  Identification  Pulseblet  Scripts  Window
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swol Delete
new -

Name Type
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Lists all comparisons
that have been saved




BioNumerics 5.0

|:Main window
Comparisons

Cechalteod Nl ) 2

SourceCountry SourceState

Hame
PFGE-BInl

The BioNumerics Navigator allows you to see multiple levels at once;
however, if you want to turn it off, go to File=> Preferences and switch off
“Show Navigator” in the “Windows behavior”

Windows behawiour
! 15 Appearance

iority settings




BioNumerics 5.0

By default, if you have many
comparisons open, it shows
, every single comparison in
] the Start panel

All levels |
Database: Ecoli-KH = 30 entries 6 experiments ~ C:'Program Files\BioNumericsidatalFeoli-KH

Cancel

Created Modified
2006-10-03 11h08m5... 2006-10-03 ¢

(8 ARTLLREHTE I

If you do not want to see all

of them, Go to File=>

Preferences and change
“Window stack” to “Fixed”




BioNumerics Limits

® Numerical limitations for various features in BN:

® Max. num]
® Max. num]

® Max. num

ber of bundles: 500
ber of comparisons: 1000

ber of entries 1n a single comparison: 10,000

® Max. num|

ber of fields that can be listed: 150



Questions?

Thank you for your attention
The findings and conclusions in this presentation
are those of the author and do not necessarily
represent the views of the Centers for Disease
Control and Prevention

¥d



